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in gliomas, 24:163; 29:223 
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in HeLa cell line, 28:311 

in hematologic disorders, 24:143 

in lymphotocytes of thyroid cancer 
patients, 25:303 

in lymphoma, 24:271; 25:223; 27:335 

in MDS, 24:143; 25:329; 26:227; 27:39 

in megakaryoblastic leukemia, 25:259 

in MEN-II, 24:129; 27:327; 28:253 

in meningioma, 26:127; 27:145 

in mesothelioma, 29:75 

in MPD, 24:143, 151; 25:329 

in neuroblastoma, 26:235 

in neuroectodermal tumor cell line, 
24:75 

in neurofibroma, 26:157 

in osteosarcoma cell line, 24:327 

in ovarian cancer cell lines, 24:231; 
26:339 

in ovarian tumors, 26:327, 355 

in pancreatic cancer, 29:253 

in peripheral neuroepithelioma, 24:119 

in PNH, 25:259 
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in renal cancer, 26:253 
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in Sézary syndrome, 27:79 

in solid tumors, 26:177 
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in Waldenstrém’s macroglobulinemia, 
29:261 

inv(16) in M4, 24:257; 25:81; 26:309 
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disorders, 25:47 
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polycythemia vera, 25:233 

prognosis in lymphoma, 25:55 

thyroid cancer cell line, 25:27 

trisomy lq in essential 
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with inv(16), 26:309 

Ip+ in lymphoma, 25:55 
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25:21 

1q+ or +1 in neuroectodermal tumor, 
24:75 

1q21 abnormality in secondary 
lymphoma, 24:7 
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26:199 
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26:199 

6q— in lymphoma, 25:55 
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24:63 
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(DNS), 24:39 
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14q+ in lymphoma, 24:271; 25:55 

17p+ and t(5;20) in MDS, 24:371 

20p12 in MEN-II, 24:129; 27:327 
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dysplastic nevus syndrome, 24:299 
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chromosome changes in, 24:145; 25:109; 
26:75; 28:93 

clinical correlations, 26:75 

cytochalasin B and EBV as mitogens, 
28:93 

oncogenes, 25:119 

origin of +12, 28:185 

T-cell in AT, 26:217 

translocations, 25:109 

+12, 25:109; 26:75; 28:93, 185 

13q14 in, 24:143 
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APL with variant t(15;17) in, 28:349 

atypical t(9;12;22), 25:183 

ber in cell lines, 25:271 

ber in masked Ph, 25:15 

bcr rearrangement in masked Ph, 
26:105; 27:21 

ber studies, 26:105; 27:21; 29:57 

bone marrow transplantation, 26:5 

C-bands, 25:131 

C-bands in lymphocytes, 27:33 

c-myc in, 27:349 

cell colonies, 24:1 

cell line, Ph-positive, 24:335; 25:271 

cell surface markers, 26:25 

chromosome changes in, 24:145, 281; 
25:73, 267, 329; 26:5, 25 
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complex Ph chromosomes, 24:281, 359 
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duplication of Ph and 9q+, 29:57 

erythrocytosis in, 24:359 

flow cytometry of cells, 24:337 

karyotype evolution, 25:73 

karyotypes, 25:75, 267 

markers in patient management, 26:25 

masked Ph, 24:281; 25:15, 165; 26:42; 
27:21 

molecular studies in, 27:349 

myelofibrosis with t(1;3), 25:361 

near-haploid, 24:335 

oncogene abl in CML, 26:15; 27:349 

oncogene activity, 26:15 

oncogene sis in CML, 26:15 

PDGF in, 26:15 

Pelger-Huet anomaly, 25:265 

Ph chromosome, 24:281 


Ph-positive CML with myelofibrosis and 


t(1;3), 25:361 

promyelocytic crisis with t(15;17), 
29:311 

pseudo-Pelsger-Huet anomaly and 
i(17q), 25:265 

retroviral activity, 26:15 

rings in blastic phase, 25:253 

secondary and Ph+, 28:173 

t(7;11) and c-Ha-ras-1, 29:191 

t(7;11) in atypical, 26:191 

t(8;21), 25:103 

t(12;22), 25:183 

t(20;22), 25:183 


translocations other than Ph, 25:73, 267 


value of ber analysis, 29:1 

with four Ph, 28:179 

Y polymorphism, 24:295 

3p21 and 3q25 breaks, 27:371 

—7 in secondary CML, 28:173 

+8, i(17q), +Ph, +19 in, 25:73 

13q14 in, 24:143 

Chronic myelomonocytic leukemia 
(CMMoL) 

t(1;7), 24:355 

Cloning 

double minutes, 24:17 

non-c-myc DNA, 24:17 
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adenocarcinoma cell line: WiDr, 27:125 
C-bands in patients, 27:111 

cancer in black family, 24:1 

carcinoid cell line, 24:17 

chromosomal changes, 29:289 
colorectal tumors, 29:289 


extracolonic manifestations of polyposis, 


27:319 
inv(16) in, 27:171 
nonpolyposis cancer syndrome, 27:111 
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fluoroxyuridine synchronization, 24:1 
hematopoietic, 24:1 
Ph-positive cells, 24:1 
synchronization, 24:1 
Constitutional chromosome changes 
in hematologic disorders, 24:345 
r(21) in ALL, 27:219 
ring (22) with neurofibromatosis, 25:169 
risk of hematologic malignancy, 24:375 
sex chromosome abnormalities, 25:191 
t(3;6) in family with hematologic 
disease, 25:87 
t(6;16) and M4, 29:159 
t(13;14) carrier with testicular tumor, 
25:299 
Cryptochidism 
testicular tumors, 25:191 
Cyclophosphamide 
effects on chromosomes of lymphocytes, 
29:239 
Cystic fibrosis 
c-met gene, 26:187 
molecular studies, 26:187 
P-glycoprotein gene, 26:187 
Cytogenetics; see also Karyotype, 
chromosome changes 
breast cancer, 24:45; 27:289 
dysplastic nevus syndrome (DNS), 24:33 
gastric cancer, 24:63 
in adrenal cancer, 26:271 
in AML, 25:329 
in ANLL, 25:329; 29:9 
in astrocytomas, 29:201 
in bladder cancer, 29:29 
in blastic phase of CML, 25:39 
in CML, 24:281; 25:75, 267, 329; 26:25, | 
39 
in colorectal tumors, 29:289 
in gliomas, 29:223 
in hairy cell leukemia, 24:109 
in HeLa cell line, 28:301 
in lymphoma, 24:271; 25:223; 27:335 
in MDS, 25:329; 27:39 
in megakaryoblastic leukemia, 25:259 
in meningioma, 26:127; 27:145 
in mesothelioma, 29:81 
in MPD, 24:151; 25:329 
in multiple myeloma, 25:309 
in neuroblastoma, 26:235 
in neurofibroma, 26:157 
in ovarian tumors, 26:327, 355 
in peripheral neuroepithelioma, 24:119 
in PNH, 25:259 
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in renal cancer, 26:253 

in secondary ANLL, 29:43 

in secondary lymphoma, 24:7 

in Sézary syndrome, 27:79 

in Waldenstrém’s macroglobulinemia, 
29:261 

neuroectodermal tumor cell line, 24:75 

of ALL, 24:87 

of CLL, 25:109; 26:75; 28:93 

of gliomas, 24:163 

of hematologic malignancies, 24:143 

of lymphocyte cultures and effects of 
cyclophosphamide, 29:239 

of ovarian cancer cell lines, 24:231; 
26:339 

of solid tumors, 26:177 

of somatic cell hybrids, 24:95 

polycythemia vera, 25:233 

prognosis in lymphoma, 25:55 

T-cell (cutaneous) lymphoma, 28:267 

thyroid cancer cell line, 25:37 

with inv(16), 26:309 

Cytometry 

cell flow measurements, 24:191 

genomic size of normal and neoplastic 
cells, 24:191 

in CML, 24:337 


Deletion(s) 

del(X) in dysplastic nevus syndrome 
(DNS), 24:39 

in MDS, 26:227 

in PV, 25:233 

interstitial of 9q in AML, 24:177 

#1 in ovarian cancer cell lines, 24:231 

3p— in lung cancer, 27:45 


3p— in renal cancer, 25:179; 26:253, 369 


5q— in leukemia, 26:199 

11p in ANLL, 28:287 

11q-—, iron stores and MDS, 27:39 

13q in retinoblastoma, 27:27 

13q14 in MDS, 28:181 

21q in secondary ANLL, 29:43 

Disseminated intravascular coagulation 
(DIC) 

with bone marrow necrosis, DIC and 

t(8;16) in AML, 24:243 
DNA 

analysis in MEN-II, 24:129 

c-mos localization, 24:137 

cDNA and P-glycoprotein, 25:141 

in glioblastoma cell line, 25:285 

markers in multiple endocrine 
neoplasia, 27:327 

measurements in adult acute leukemia, 
28:213 

measurements in normal and 
neoplastoid cells, 24:191 


non-c-myc in carcinoid, 24:17 
p446 probe, 24:17 
polymorphic probes, 28:335 
rDNA in mouse leukemia line, 29:109 
reiterated sequences in cancer, 28:163 
studies in CML cell lines, 25:271 
Double minute chromosomes 
blastic phase of CML, 25:253 
CML in blastic phase, 25:253 
in a gastric cancer, 24:64 
in AMMoL, 25:1 
in astrocytomas, 29:201 
in Bloom syndrome fibroblasts, 26:287 
in breast cancer, 24:52 
in c-myc amplification, 28:127 
in colon carcinoid cell line, 24:17 
in mouse mammary cancer line, 25:317 
in ovarian cancer cell line, 24:231 
in refractory anemia, 28:367 
in Shionogi cell line, 25:317 
non-c-myc DNA, 24:17 
Down syndrome 
acute leukemia in, 24:345; 28:55, 155 
ALL, 28:155 
ANLL, 28:155 
chromosome changes in leukemia, 
28:155 
epidemiology, genetics, cytogenetics and 
leukemogenesis, 28:55 
hematologic disorders, 24:345; 28:155 
transiet megakaryoblastic proliferation, 
28:373 
Dysgerminoma 
chromosome changes in, 26:327 
i(12p) in, 26:327, 355 
in gonadal dysgenesis, 25:191 
Dysplastic nevus syndrome (DNS) 
and malignant melanoma, 24:299 
chromosome changes in, 24:33, 299 
cytogenetics, 24:299 
hyperdiploidy in, 24:33 
lymphocytes, 24:33 
SCE in cells, 24:33 


Endometrial cancer 
karyotype in well-differentiated 
adenocarcinoma, 25:21 
Eosinophils 
in M4 with inv(16), 29:327 
inv(16) in, 29:327 
MPD with chromosome 7 abnormality, 
26:209 
Erythroleukemia, acute 
Auer rods and cytogenetics, 28:191 
c-Ha-ras expression in cell lines, 
28:301 
cell line (D5A1), 28:301 
DNA measurements in adult, 28:201 
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Esthesioneuroblastoma 
t(11;22), 29:155 

Ewing sarcoma 
isochromosome 11, 25:97 


Familial 
bladder cancer, 27:161 
cancer, 24:11 
colon cancer, 24:11 
dysplastic nevus syndrome (DNS), 24:33 
hematologic malignancies and 
constitutional t(3;6), 25:87 
in black family, 24:11 
polyposis coli, 27:319; 28:245 
polyposis coli and neurofibromatosis, 
28:245 
t(6;16) and M4, 29:159 
XY gonadal dysgenesis and tumors, 
25:191 
Fanconi anemia 
cancer proneness, 25:85 
chromosome analysis, 25:37; 26:85 
chromosome breakage, 25:37; 26:85 
cytogenetic toxicity of paraquat and 
streptonigrin, 25:37 
Fibroblasts 
chromosome changes in, 24:33 
dysplastic nevus syndrome (DNS), 24:33 
hyperdiploidy and cancer, 26:261 
in nasopharyngeal cancer, 26:261 
SCE in, 24:33 
Fluorodeoxyuridine 
hematopoietic colonies, 24:1 
synchronization, 24:1 
Fragile sites 
fra(16)(q22) in ANLL, 25:81 
heritable and cancer, 25:81, 26:95 
in nonpolyposis colon cancer syndrome, 
27:111 
lymphocytes, 26:95 
malignancy and, 26:95 
noninvolvement of 10q24.2 in rectal 
cancer, 25:7 


Gastric cancer 
chromosome instability in family with, 
27:299 
cytogenetic findings in, 24:63 
#7 in, 24:63 
8q+ and i(8q), 24:63 
#9 in, 24:63 
+9, i(9q) or 9p+ in, 24:63 
Gene(s) 
amplification in gliomas, 29:165 
amplification in tissue culture, 29:119 
amplified in HSR, 26:245 
cystic fibrosis, 26:187 
locus for P-glycoprotein, 25:141 
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mdrl-gene, 26:187 
N-myc in neuroblastoma, 26:235 
P-glycoprotein, 26:187 
probes, 27:91 
Glioblastoma 
cell line, 25:285 
oncogene expression in cell line, 25:285 
Glioma; see also Brain tumors 
astrocytoma, 29:201 
cell lines, 24:163; 25:285 
chromosome changes, 24:163; 25:285; 
29:165, 223 
gene amplification, 29:165 
+7 in, 29:323 
Gonadal dysgenesis 
Brunner tumor, 25:191 
dysgerminoma, 25:191 
gonadoblastoma, 25:191 
hilus-cell adenoma, 25:191 
neoplasia in, 25:191 
review, 25:191 
tumors in, 25:191 
Gonadoblastoma 
in gonadal dysgenesis, 25:191 
Turner syndrome, 25:191 


Hairy cell leukemia (HCL) 
cytogenetic studies in, 24:109 
#3, #10 and #17 in, 24:109 
Hematopoietic (Hematologic) disorders 
13q14 in malignancies, 24:143 
colonies, 24:1 
constitutional chromosome changes, 
24:345 
isochromosomes, 25:47 
myeloproliferative diseases, 24:151 
secondary disorders due to therapy, 
26:65 
Hepatoma 
cell line, 26:279 
karyotype of cell line, 26:279 
Hereditary 
ovarian cancer, 25:247 
Hermaphroditism 
neoplasia in, 25:191 
Heterochromatin 
C-bands in cancer families, 27:261 
C-bands in CML, 27:33 
C-bands in ovarian and breast cancer, 
28:77 
constitutive of Y in CML, 24:295 
in hydatidiform moles, 26:143 
in multiple myeloma, 28:101 
of Y in boys with various tumors, 
25:351 
Heteromorphism; see also 
Heterochromatin 
C-bands in cancer families, 27:261 
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C-bands in CML, 27:33 
C-bands in multiple myeloma, 28:101 
C-bands in nervous system tumors, 
27:185 
C-bands in nonpolyposis colon cancer 
syndrome, 27:111 
C-bands in ovarian and breast cancer, 
28:77 
Heterozygosity 
chromosome 13 in polyposis, 28:325 
loss in osteosarcoma, 28:335 
loss in polyposis tumor (duodenal), 
28:335 
Hilus-cell adenoma 
in gonadal dysgenesis, 25:191 
Histiocytoma 
chromosome findings, 29:97 
malignant (fibrous), 29:97 
+7 in, 29:97 
Homogeneously staining regions (HSR) 
amplification, 29:139 
in breast cancer, 24:52 
in cell line, 24:17 
in colon carcinoid, 24:17 
SCE in, 26:245 
unequal crossing-over and, 29:139 
Hybrids 
cell lines (LM, A9, Rag), 24:95 
mouse Cells, 24:95 
somatic cell, 24:95 
Hydatidiform mole 
chromosome heteromorphism, 26:143 
complete, 29:271 
cytogenetics of trophoblasts, 29:271 
DNA-aneuploidy, 27:225 
genetic markers, 26:143 
heterozygous 46,XX, 26:143 
heterozygous 46, XY, 26:143 
homozygous 46, XX, 26:143 
Hyperdiploidy 
in dysplastic nevus syndrome (DNS), 
24:33 


in fibroblasts of cancer patients, 26:261 


in nasopharyngeal cancer, 26:261 


Immunoglobulin(s) 
atypical lymphoid hyperplasia, 27:251 
Insertions 
ins(2;13) in CLL, 24:143 
ins(4;11) in PV, 24:238 
ins(6;11) in T-cell lymphoma, 27:367 
ins(7;13) in CLL, 24:143 
ins(11;21) in MDS, 27:42 
In situ hybridization 
at 20p12 in MEN-II, 24:129 
c-Ha-ras-1 in M2 and CML, 29:191 
c-met, 26:187 
c-mos localization, 24:137 


c-sis in neurofibromatosis, 25:169 

P-glycoprotein, 26:187 

ring (22) in neurofibromatosis, 25:169 

Inversion 

inv(5) in MDS, 29:171 

inv(7), inv(14) and fragile sites, 25:95 

inv(12) constitutional, 24:345 

inv(12) in malignancies, 28:113 

inv(12)(p11q14) in DNS, 24:38, 39 

inv(16) in a biphenotypic leukemia 
lacking monocytic markers, 25:367 

inv(16) in AMoL (M5b), 26:309 

inv(16) in colon cancer, 27:171 

inv(16) in eosinophils of M4, 29:327 

inv(16) in M4 in XY/XYY, 29:331 

inv(16) in t-ANLL, 27:167 

inv(16)(p13q22), fra(16)(q22) in ANLL, 
25:81 

#16 in AMMoL (M4), 24:257; 25:367; 
26:309; 29:327 

Isochromosomes 

hematologic diseases, 25:47 

i(p) in duplicate in MDP, 29:319 

i(7q), i(11q), i(17q) and i(21q), 25:47 

i(12p) in dysgerminoma, 26:355 

i(12P) in ovarian tumors, 26:355 

i(17q) in lymphoma, 25:55 

9p in PNH, 25:259 

11q in Ewing’s sarcoma, 25:97 


Karyotype(s) 

adrenal cancer, 26:271 

evolution in brain tumors (gliomas), 
24:163 

evolution in lymphoma, 24:271 

evolution in M4 with inv(16), 24:257 

evolution in PV, 25:243 

in AML, 25:329 

in ANLL, 25:329; 29:9 

in astrocytomas, 29:201 

in bladder cancer, 29:29 

in blastic crisis of CML, 26:39 

in breast cancer, 24:45; 27:289 

in CLL, 25:109; 26:75; 28:93 

in CML, 24:281; 25:75, 267, 329 

in colorectal tumors, 29:289 

in gastric cancer, 24:63 

in gliomas, 24:163; 29:223 

in HeLa cell line, 28:301 

in hematologic malignancies, 24:143; 
25:329 

in lymphoma, 24:271; 25:223, 27:335; 
28:267 

in MDS, 25:329; 27:39 

in myeloproliferative diseases, 24:143, 
151; 25:329 

in neuroectodermal tumor cell line, 
24:75 
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in peripheral neuroepithelioma, 24:119 
in polycythemia vera, 25:233 
in secondary lymphoma, 24:7 
in Sézary syndrome, 27:79 
in somatic cell hybrids (mouse), 24:95 
meningioma, 26:127; 27:145 
neurofibroma, 26:157 
ovarian tumors, 26:327, 339, 355 
prostate cancer, 26:165 
renal cancer, 26:253 
T-cell lymphoma, 28:267 

Kidney; see also Renal cell carcinoma 
telomeric association, 28:363 
tumors, embryonal origin, 24:189 
3p in renal cell carcinoma, 25:179; 

26:253, 363 

3p— as only change, 26:363 
3p12—14 in, 26:253, 363 

Klinefelter syndrome 
acute leukemia, 26:375 
hematologic disorders, 24:345 
neoplasia in, 25:191 


Large bowel 
cancer, 24:11 
cancer in black family, 24:11 
carcinoid cell line, 24:17 
mucinous adenocarcinoma, 24:11 
noninvolvement of fragile site 10q24.2 

in rectal cancer, 25:1 
Lipogenic tumors; see also Adipose tissue 
tumors 

cytogenetics, 24:319; 28:137 
liposarcoma, 28:137 
rings in, 24:319 

Liposarcoma 
chromosome changes, 28:137 
myxoid with t(12:16), 26:185 
t(12;16), 26:185; 28:137 

Lung 
adenocarcinoma cell lines, 26:317 
adenocarcinomas (metastatic), with 

3p—, 25:355 

cancer, oncogene studies, 27:45 
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27:361 
small cell cancer, 27:45 
3p— in lung cancers, 25:355; 27:45, 361 
Lymph nodes 
in lymphoma, 25:219 
—Y in, 25:219 
Lymphocytes 
chromosome changes in, 24:33; 25:303 
cyclophosphamide effects, 29:239 
dysplastic nevus syndrome (DNS), 
24:33, 299 
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fragile sites, 26:95 

malignant melanoma patients, 24:299 

proportions of B and T in culture, 
29:151 

SCE in 24:33 

thyroid cancer patients, 25:303 

Lymphoid hyperplasia 

atypical, 27:251 

cytogenetics in atypical, 27:251 

molecular studies in, 27:251 

t(2;19) in, 27:251 

Lymphoma 

Abelson virus induced in mouse cells, 
28:119 

Burkitt type translocation, 24:225 

cell kinetics, 28:357 

chromosome changes in secondary, 24:7 

cutaneous T-cell, 28:267 

cytogenetic findings, 25:55; 27:335 

diffuse large cell with t(2;8), 24:225 

in transplant recipient, 24:7 

indolent, 27:335 

isochromosomes, i(7q), i(11q), i(17q) and 
i(21q), 24:47 

karyotypic evolution in, 24:271 

Kiel classification, 25:56 

molecular studies in, 27:191 

prognostic implication of chromosomes 
changes, 25:55 

secondary?, 24:7 

Sézary syndrome, 27:79 

T-cell, 28:267 

t(14:18) in, 25:55, 219 

—Y in, 25:219 

+3, +7, +12, p+, 14q+, 6q-, i(17q) 
in lymphoma, 25:55 

+12 in AIDS, 29:245 


Malignant histiocytosis 
7q—, 28:353 
Malignant melanoma; see Melanoma 
Markers 
alph-L-fucosidase in hereditary ovarian 
cancer, 25:247 
cell surface in CML, 26:25 
esterase D in retinoblastoma, 27:27 
hydatidiform moles, 26:143 
lipid associated sialic acid, 25:247 
Megakaryoblastic leukemia 
chromosome changes, 25:259 
evolution from PNH, 25:259 
possible (transient) in Down’s 
syndrome, 28:373 
Melanoma 
chromosome changes in Syrian hamster, 
25:123 
cytogenetics, 24:299 
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dysplastic nevus syndrome, 24:33, 299 
mouse, 22:81 
transplantable, 25:123 
Mendelian 
mutations and cancer, 26:85 
Meningioma 
clinical significance of chromosome 
changes, 26:127 
cytogenetic studies, 26:127; 27:145 
recessive genes, 27:145 
Mesothelioma 
cytogenetic findings, 29:75 
Methods 
analysis of bladder tumor biopsies, 
29:103 
BrdU and cell synchronization, 28:229 
chromosomes in bladder cancer, 29:23, 
103 
cytogenetic analysis of colonies, 24:1 
fluorodeoxyuridine synchronization, 
24:1 
G-banding, 28:229 
hematopoietic colonies, 24:1 
immunoenzymatic staining, 27:229 
marrow analysis, 28:229 
ovarian tumors, 27:9 
simultaneous demonstration of 
chromosomes and cell surface 
markers, 27:229 
solid tumors, 27:9 
Mitogens 
cytochalasin B and EBV, 28:93 
for B-cells, 24:109; 28:93 
Mitotic 
recombination and tumors, 27:5 
Mole(s); see Hydatidiform mole 
Molecular studies 
amplification of N-myc, 26:235 
ber in CML, 29:1 
ber in CML cell lines, 25:271 
bcr in masked Ph in CML, 25:15; 
26:105; 27:21 
c-Ha-ras-1 in M2 and CML, 29:191 
carcinoid cell line, 24:17 
in atypical lymphoid hyperplasia, 
27:251 
in Bloom’s syndrome cell lines, 26:287 
in cancer, 28:163 
in CML, 26:15, 105; 27:349 
in CML cell lines (EM-2 and EM-3), 
25:271 
in erythroleukemia cell line, 28:301 
in lung cancer, 27:45, 361 
in lymphoma, 27:191 
in MEN-II, 24:129 
in mouse leukemia cells, 29:109 
in neuroblastoma, 26:235 


in osteogenic sarcoma, 29:303 
in peripheral neuropithelioma, 24:119 
in PLL, 27:89 
N-myc in neuroblastoma, 26:235 
of fms in ALL cell line, 25:341 
of heterozygosity, 28:335 
oncogene activity in CML, 26:15 
P-glycoprotein locus on 7q36; 25:141 
recombination and malignancy, 26:95 
reiterated DNA sequences, 28:163 
restriction endonucleases and marker 
chromosomes, 24:367 
retroviral activity in CML, 26:15 
with c-mos in t(8;21), 24:137 
+12 in CLL, 28:185 
Mouse 
cell lines, 24:95; 25:317 
chromosome changes in mammary 
cancer cell line, 25:317 
cytogenetics of cell lines, 24:95; 25:317 
cytogenetics of leukemia cells, 29:109 
double minutes in cell lines, 25:317 
melanoma (B16—F10), 29:81 
rDNA in mouse leukemia cells, 29:109 
somatic cell hybrids, 24:95 
Millerian tumor 
ovary, 26:355 
Multiple endocrine neoplasia syndrome 
(MEN-II) 
changes in blood lymphocytes, 25:303; 
28:253 
chromosome analysis in, 24:129; 28:253 
chromosome 20, 27:327; 28:253 
del (20) p12.2), 24:129; 28:253 
DNA analysis in, 24:129 
DNA markers on chromosome 20, 
27:327 
linkage analysis, 27:327 
Type II, 24:129; 26:85; 28:253 
13q RFLP, 29:183 
Multiple myelome; see Myeloma 
Myelodysplastic syndromes (MDS) 
cell kinetics, 28:357 
chromosome changes, 24:145; 25:329; 
26:199, 227; 27:39 
clinical, morphologic and cytogenetic 
correlations, 26:227 
constitutional chromosome changes, 
24:345 
cytogenetics in siblings with MDS, 
27:241 
deletions in, 26:227; 27:39 
+ der(21) in RA with excess blasts, 
25:175 
drug induced, 26:213 
high platelet count and t(3;8), 27:1 
idic(X) in, 27:215 
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(MDS) con't 
inv(5q) in secondary MDS, 29:171 
inv(12), 28:113 
iron stores in, 27:39 
normal karyotypes, 25:161 
Ph-positive, 26:213 
plenylbutazone-induced, 26:213 
RA with excess of blasts, 25:175; 26:199 
RAEB and t(6;9), 29:135 
refractory anemia, 24:159; 26:199 
refractory anemia with —2 and DM, 

28:367 
rheumatoid arthritis, 25:161 
secondary, 26:65 
siblings with, 27:241 
t(1;3), 28:277 
t(1;7), a correction, 25:187 
t(1;7) in CMMoL, 24:355 
t(3;8) with high platelet count, 27:1 
t(5:20) and 17p+ in, 24:371 
t(6;9), 29:135 
t(7;11) in, 26:191 
t(8;21) in RA with excess blasts, 25:175 
5q—, 26:199 
5q— in refractory anemia, 24:159; 
26:199 
+ 9 in, 27:73 
11q-— and iron stores, 27:39 
13q14 in, 24:143 
13q14 loss, 28:181 
+14 in RAEB, 29:315 
Myelofibrosis; see also Myeloproliferative 
diseases (MPD) 
in Ph-positive CML, 25:361 
t(1;3) in, 25:361 
Myeloid metaplasia; see 
Myeloproliferative disorders 

Myeloma, multiple 
C-bands, 28:101 
chromosome findings, 25:309, 375 
t(14;18) in, 25:375 
1q-—, 2p+, 2q+, 7q-—, 7p— in, 25:309 

Myeloproliferative disorders (MPD) 
blastic transormation of MMM, 24:221 
chromosome changes, 24:145,151 
chromosome 7, 26:209 
constitutional chromosome changes, 

24:345; 25:87 
constitutional t(3;6) in myelofibrosis, 
25:87 
cytogenetic studies, 24:151 
eosinophilic, 26:209 
i(17q) in myelofibrosis with myeloid 
metaplasia, 24:221 
in myeloid metaplasia, 24:151 
inv(12), 28:113 
iso(9p) in duplicate, 29:319 
MMM.-published cases with blastic 
phase, 24:223 


myelofibrosis, 24:151 
secondary MMM, 26:65 
t(1;7), a correction, 25:187 
+9 in, 27:73 

13q14 in, 24:143 


Nasopharyngeal cancer 

genetic predisposition, 26:261 

in vitro hyperdiploidy, 26:261 
Near-haploid (y) 

conversion in CML, 24:335 
Neoplasia 

cryptorchidism, 25:191 

gonadal dysgenesis, 25:191 

pseudohermaphroditism, 25:191 
Neurinoma(s) 

cytogenetic analysis, 28:187 
Neuroblastoma 

chromosome changes and prognosis, 

29:175 

cytogenetics of, 26:235 

disseminated, 26:235 

N-myc in, 26:235 

oncogene (N-myc) aplifications, 26:235 

prognosis and cytogenetics, 29:175 
Neuroectodermal tumors 

cell line, 24:75 

chromosomal changes, 24:75 

peripheral neuroepithelioma, 24:119 

primitive, 24:75 

1q+ or +1 in, 24:75 

—13 in, 24:75 
Neuroepithelioma 

c-sis transolocation, 24:119 

peripheral, 24:119 
Neurofibromatosis 

and polyposis coli, 28:245 

c-sis studies, 25:169 

cytogenetic clones, 26:157 

in situ hybridization, 25:169 

recurrent, 26:157 

ring(22), 25:169 
Non-Hodgkin lymphoma; see Lymphoma 
Nucleolar organizer regions (NOR) 

cistrons (rDNA) in mouse leukemia 

lines, 29:109 

in bone marrow cells, 25:65 

in CML, 25:131 

Philadelphia chromosome, 25:131 

rRNA amplification, 29:119 
Nude mouse passage 

ovarian cancer cells, 28:201 


Oncogene(s) 
abl and sis in CML, 26:15 
abl, erb B, myc and Ha-ras in 
glioblastoma cell line, 25:285 
activity in CML, 26:15 
c-ab] and c-myc in CML, 27:349 
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C-Ha-ras expression in leukemia cell 
line, 28:301 

c-Ha-ras-1 in M2 and CML, 29:191 

c-met, 26:187 

c-mos in t(8;21), 24:137 

c-mos locus, 24:137 

c-myc amplification in human leukemia 
cell line (HL-60), 28:127 

c-myc overexpression in PLL, 27:89 

c-sis in neurofibromatosis, 25:169 

c-sis in peripheral neuroepithelioma, 
24:119 

cytosine-arabinoside effect on c-myc, 
27:89 

expression in Bloom’s syndrome cell 
lines, 26:287 

expression in glioblastoma cell line, 
25:285 

fms in ALL with 5q-—, 25:341 

in lung cancer (Ha-ras, Ki-ras, N-ras, 
myb, and myc), 27:45 

in lymphoma, 27:191 

localization of C-Ha-ras-1 in M2 and 
CML, 29:191 

N-myc amplification in neuroblastoma, 
26:235 

retroviral activity in CML, 26:15 

translocation of c-sis, 24:119 


Osteosarcoma 


cell line, 24:327 

esterase D expression, 24:327 

in patient with retinoblastoma, 28:335 
platelet derived growth factor, 29:303 
#13 in, 24:327; 28:335 


Ovarian 


alpha-L-fucosidase variant, 25:247 

carcinoma cell lines, 24:231; 26:339, 
28:201 

cytogenetic findings, 24:231; 26:327, 
339, 355; 28:201 

dysgerminoma, 26:327, 355 

hereditary cancer, 25:247 

lipid associated sialic acid, 25:247 

Miillerian tumor, 26:355 

nude mouse passage, 28:201 

tumors, 26:327, 355 

tumors in sex chromosome disorders, 
25:191 

1, 3 and 6 in, 26:339, 355 

1, 3, 6, 6, 11, and 14, 26:355 


Pancreas 


cytogenetics of anaplastic carcinoma, 
29:253 
Paroxysmal nocturnal hemoglobinuria 
(PNH) 
chromosome changes, 25:259 
evolving into megakaryoblastic 
leukemia, 25:259 


subclonal evolution, 25:259 
t(7;11) in, 26:191 
Ph chromosome; see Philadelphia 
chromosome and translocation 
Philadelphia (Ph) chromosome and 
translocation 
atypical t(9;12;22), 25:183 
bcr in masked Ph, 25:15; 26:105; 27:21 
ber studies, 25:271; 26:105; 27:349; 
29:1, 57 
complex in, 27:375 
complex translocations, 24:281; 25:75 
DNA studies, 25:271 
duplication, 29:57 
four Ph chromosomes in CML, 28:179 
in CML, 24:281; 25:75, 165, 267; 
27:375 
in drug induced MDS, 26:213 
in near-haploid line, 24:335 
in thrombocythemia, 25:227 
lymphoid blast crisis in 
thrombocythemia, 25:227 
masked Ph, 24:281; 25:15, 165; 26:42; 
27:21 
masked Ph in blast crisis, 26:42 
NOR, 25:131 
t(5;22;9), 24:281; 25:15 
t(8;9;22), 24:281 
t(9;9;22;11), 24:281 
variant, 25:267; 26:105; 27:375 
Plasma cell 
cytogenetics of cell lines, 27:135 
lines, 27:135 
Platelet-derived growth factor 
composition, 29:303 
gene localization, 29:303 
in osteogenic sarcoma, 29:303 
Pleomorphic adenoma 
cytogenetics, 28:237 
polyclonal chromosome evolution, 
28:237 
with marker similar to one in 
endometrial cancer, 27:177 
with t(3;8;8), 27:177 
Polycythemia vera (PV) 
chromosomes in, 25:233 
chromosomes 5 and 7, 25:233 
inv(12), 28:113 
secondary ANLL or MDS, 26:65 
+8, +9, 13q-—, 20q-—, 25:233 
Polymorphism(s) 
C-bands in ovarian and breast cancer, 
28:77 
of C-bands in CML, 27:33 
of Y in boys with various tumors, 
24:351 
of Y in CML, 24:295 
Polyposis coli 
and neurofibromatosis, 28:245 
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Polyposis coli con’t 
extracolonic manifestations, 27:319 
familial, 27:319; 28:245 
Pre-B ALL 
t(1;19) in, 25:379 
Preleukemia 
5q— in, 26:199 
Premature chromosome condensation 
(PCC); see also Prophasing 
and prophasing, 27:181 
in acute leukemia, 27:51, 63 
in breast cancer, 24:52 
in cervical carcinoma, 24:263 
methodology, 27:51, 63 
relapse prediction, 27:51, 63 
Probes 
bcr in CML cell lines, 25:271 
c-mos, 24:137 
in lymphomas, 27:191 
molecular, 27:191 
p446, 24:24 
Prognostic implications 
cytogenetic findings in lymphoma, 25:55 
cytogenetics in CLL, 25:119 
Prolymphocytic leukemia (PLL) 
acquired Robertsonian translocation, 
25:293 
c-myc overexpression, 27:89 
cytosine-arabinoside therapy effect, 
27:89 
Prophasing 
definition, 27:181 
in acute leukemia, 27:51, 63 
in breast cancer, 24:52 
in cervical cancer, 24:263 
methodology, 27:51, 63 
relapse predictor, 27:51, 63 
Prostate 
cancer, 26:165 
cell line (xenografted), 26:165 
karyotypic analysis, 26:165 
small cell carcinoma, 26:165 
tumors, embryonal origin, 24:189 
Protooncogene; see Oncogenes 
Pseudohermaphroditism 
female, 25:191 
genetic forms, 25:191 
male, 25:191 
testicular tumors, 25:191 
Pseudo-Pelger-Huet anomaly 
chromosome 17, 25:265 
i(17q), 25:265 
in CML, 25:265 


Rectal cancer; see also Large bowel and 
colon cancer 
breakpoints in cancer, 25:7 
chromosome changes, 29:289 
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noninvolvement of fragile site 10q24.2, 
25:7 
Refractory anemia 
chromosomes changes in, 25:329; 26:199 
late appearing marker, 24:159 
t(2:11) in, 25:335 
t(8;21) and +der(21) in RA, 25:175 
with excess of blasts in transformation, 
25:175; 26:199 
5q—, 24:159; 26:199 
+8, 24:159 
+14 in RAEB, 29:315 
Refractory anemia with excess of blasts 
(RAEB); see Refractory anemia and 
myelodysplastic syndromes 
Renal cell carcinoma; see also Kidney 
genetic mechanism for 3p change, 
25:179 
in von Hippel-Lindau, 27:345 
recurrent 3p rearrangement, 25:179; 
26:253, 369 
telomeric association, 28:363 
3p— as only change, 26:369 
3p12—14 in, 26:253, 369 
Restriction endonucleases 
identification of marker chromosomes 
by, 24:367 
Retinoblastoma 
chromosome breakpoint, 27:27 
del(13q), 27:27 
esterase D, 27:27 
Retrovirus 
activity in CML, 26:15 
Reviews 
abnormal sex differentiation and 
neoplasia, 25:191 
Rhabdomyosarcoma 
alveolar, 25:373 
chromosome changes in, 28:157 
in Down’s syndrome, 28:155 
t(2;13) in, 25:371, 373 
Rheumatoid arthritis 
leukemia and MDS in, 25:161 
normal karyotypes in acute leukemia 
and MDS, 25:161 
Ring(s) 
blastic phase of CML, 25:253 
constitutional r(22) in 
neurofibromatosis, 25:169 
in a gastric cancer, 24:64 
in breast cancer, 24:52 
in CML in blastic phase, 25: 253 
in lipogenic tumors, 24:319 
Robertsonian translocation 
acquired in leukemia, 25:293 
prolymphocytic leukemia, 25:293 
review (in cancer), 25:293 
Table, 25:298 
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Salivary gland tumors 
benign, 28:237 
cytogenetic findings, 24:205; 28:237 
mixed, 24:205; 28:237 
polyclonal evolution, 28:237 
#8 in, 24:205; 28:237 
Sarcoma 
Ewing with iso(11q), 25:97 
liposarcoma, 26:185; 28:137 
myxoid liposarcoma, 26:185 
osteosarcoma, 24:327 
rhabdomyosarcoma with t(2;13), 25:371, 
373 
synovial, 26:179, 181 
Second International Workshop on 
Chromsomes in Solid Tumors 
abstracts, 28:27—47 
editorial, 28:1 
historical, 28:5 
preface, 28:3 
summary, 28:49 
Secondary hematologic disorders 
chromosome changes in 26:65 
MDS following phenylbutazone, 26:213 
Ph-chromosome in, 26:213 
Ph-positive CML, 28:173 
therapy and, 26:65, 213 
Sexual differentiation 
abnormal, 25:191 
neoplasia, 25:191 
Sézary syndrome 
cytogenetic studies in, 27:79 
Shionogi carcinoma 115; see Mouse and 
cell lines 
Silver banding; see Nucleolar organizer 
regions (NOR) 
Sister chromatid exchange (SCE) 
cells of dysplastic nevus syndrome, 
24:33 
effects of tobacco, 27:15 
in fibroblasts of DNS, 24:33 
in HL-60 cells, 27:311 
in HSR, 26:245 
in lymphocytes of DNS, 24:33 
in melanoma patients, 24:308 
in nonpolyposis colon cancer syndrome, 
27:111 
Solid tumors; see also Tumors 
cytogenetics, 26:177; 28:1—47 
Second International Workshop, 28:1—47 
Sperm 
“hot spot” in #1 of patient treated for 
Wilms tumor, 29:91 
Stomach cancer 
cytogenetics in, 24:63 
#7 in, 24:63 
8q+ and i(8q), 24:63 
+9, i(9q) or 9p+ in, 24:63 


#9 in, 24:63 
Supernumerary nipples 

urologic malignancies, 24:185 
Sweet syndrome 

acute leukemia with t(3;5), 28:87 
Synchronization 

fluorodeoxyuridine, 24:1 

hematopoietic colonies, 24:1 
Synovial sarcoma 

chromosome change, 26:179, 181 

t(X;18), 26:179, 181; 29:179 


T-cell(s) 
CLL in AT, 26:217 
cutaneous lymphoma, 28:267 
in PHA-stimulated lymphocyte cultures, 
29:151 
ins (6;11) in lymphomas, 27:367 
leukemic cell receptors, 28:327 
molecular studies, 27:251 
receptors, 28:327 
Sézary syndrome, 27:79 
Techniques; see Methods 
Telomeric association 
in ALL, 24:87 
renal tumors, 28:363 
Testicular 
t(13;14) carrier and tumor, 26:297 
tumor, 26:297, 303 
tumor (secondary lymphoma), 24:7 
tumors, embryonal origin, 24:189; 
25:191 
tumors in sex chromosome anomalies, 
25:191 
Testicular feminization 
neoplasia in, 25:191 
Tetraploidy 
in ALL, 29:129 
Tetrasomy 
+8, +8 in ANLL, 27:269 
Thrombocythemia 
constitutional chromosome changes, 
24:345 
evolving into lymphoid blast crisis, 
25:227 
in CML with chromosome 3 changes, 
27:371 
long survival, 25:185 
Ph-positive, 25:227 
trisomy 1q, 25:185 
Thrombocytosis 
+9, 27:73 
Thyroid cancer 
cell line, 25:27 
cytogenetic studies in cell line, 25:27, 
303 
lymphocytes of patients with, 25:303 
medullary, 25:27, 303 
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Tobacco 
SCE, 27:15 
Transitional cell carcinoma 
ureter with +7 and i(5p), 25:369 
+7 and i(5p) in, 25:369 
Translocations 
in ALL, 26:59 
in ANLL, 26:51; 29:9 
in breast cancer, 27:289 
in lung adenocarcinoma cell lines, 
26:317 
in lymphoma, 27:335; 28:267 
in meningioma, 26:127 
in mouse melanoma lines, 29:81 
in neurofibroma, 26:157 
in salivary gland tumors, 24:205; 28:237 
in secondary (treatment related) ANLL, 
29:43 
in somatic cell hybrids (mouse), 24:95 
in synovial sarcoma, 26:179, 181 
other than Ph in CML, 25:73 
Robertsonian in cancer and leukemia, 
25:298, 335 
t(1;1) in ALL, 24:91 
t(1;2) in ALL, 24:90 
t(1;2) in multiple myeloma, 25:309 
t(1;3) in MDS, 28:277 
t(1;3) in Ph-positive CML with 
myelofibrosis, 25:361 
t(1;4) in blastic phase CML, 25:28 
t(1;6) in breast cancer, 27:291 
t(1;6;13;22) in CML, 25:75 
t(1;7) in CMMolL, 24:355 
t(1;7) in MPD, 24:154 
t(1;7) in myeloma, 25:375 
t(1;7), a correction (MDS, ANLL, MPD), 
25:187 
t(1;7;14) in meningioma, 27:145 
t(1;9) in MPD, 24:154 
t(1;9) in PV, 25:240 
t(1;9;22) Ph in CML, 27:375 
t(1;11) in AMMoL, 24:181 
t(1;11) in breast cancer, 27:293 
t(1;11) in dysplastic nevus syndrome 
(DNS), 24:39 
t(1;12) constitutional in ANLL, 24:345 
t(1;13) in ALL, 24:90 
t(1;13) in AML (M2), 24:243 
t(1;13) in colon cancer, 27:357 
t(1;13) in lymphoma, 25:223 
t(1;13;14) in CLL, 25:109 
t(1;16) in ALL, 24:90 
t(1;17) in blastic phase CML, 25:28 
t(1;17) in CLL, 25:109 
t(1;17) in MDS, 27:243 
t(1;19) in pre-B ALL, 25:379 
t(1;21) constitutional in MPD, 24:345 
t(1;22) in neurofibroma, 26:157 
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t(2;2) in CML, 25:75 

t(2;7) in myeloma, 25:375 

t(2;7;14) in meningioma, 27:145 

t(2;8) in diffuse large cell lymphoma, 
24:225 

t(2:10) in CLL, 25:109 

t(2;10) in renal cancer, 26:253 

t(2;11) in CML, 25:335 

t(2:;11) in MDS, 27:42 

t(2;13) in rhabdomyosarcoma, 25:371, 
373 

t(2:14) in CML, 25:75 

t(2;14) in dysplastic nevus syndrome 
(DNS), 24:39 

t(2;15) in AML (M2), 24:243 

t(2;15) in dysplastic nevus syndrome 
(DNS), 24:39 

t(2;15;17) in APL, 28:113 

t(2;19) in atypical lymphoid 
hyperplasia, 27:251 

t(2;19) in lymphoma, 25:223 

t(2;21) in CLL, 24:145 

t(2;21) in multiple myeloma, 25:309 

t(3:3) in CML, 25:75 

t(3;5) in ANLL, 28:261 

t(3;5) in CML, 25:75, 267 

t(3;5) in M2 in Sweet’s syndrome, 28:87 

t(3;6) constitutional in ANLL, 24:345 

t(3;6) constitutional in family with 
hematologic malignancies, 25:87 

t(3;8) in CML, 25:75 

t(3;8) in dysplastic nevus syndrome 
(DNS) 24:39 

t(3;8) in MDS with high platelet count, 
7:3 

t(3;8) in salivary gland tumors, 24:205 

t(3;8;8) in pleomorphic adenoma, 27:177 

t(3;12) in adrenal cancer, 26:217 

t(3;17) in CML, 25:75 

t(3;17) in dysplastic nevus syndrome 
(DNS), 24:39 

t(3;17) in MDS and ANLL, 26:199 

t(3;19) in CLL, 25:109 

t(3;20) in CML, 27:371 

t(3;21) in MPD, 24:154 

t(4;9;22) Ph in CML, 27:375 

t(4;11) in adrenal cancer, 28:343 

t(4;13;17) in CLL, 24:145 

t(4;14) constitutional in ALL, 24:345 

t(4;14) in meningioma, 26:127 

t(4;17) in acute leukemia, 28:327 

t(4;17) in dysplastic nevus syndrome 
(DNS), 24:38 

t(4;18) in CLL, 25:109 

t(4;22) masked Ph in CML, 25:165 

t(5;7) in dysplastic nevus syndrome 
(DNS), 24:38 

t(5;8) in ovarian tumor, 26:327 
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t(5;15) in lung cancer, 25:355 

t(5;18) in adrenal cancer, 26:271 

t(5;20) in MDS, 24:371 

t(5;22;9) in Ph translocation, 24:281; 
25:15 

t(6;7) in dysplastic nevus syndrome, 
24:39 

t(6;7) in neuroectodermal tumor cell 
line, 24:84 

t(6;9) in ANLL, 29:363 

t(6;9) in MDS, 26:135 

t(6;11) in M4, 26:351 

t(6;19;22) in T-cell CLL in AT, 26:217 

t(6;22) in PV, 25:241 

t(7;8) in salivary gland tumors, 24:205 

t(7;8;9) in salivary gland tumors, 24:205 

t(7;11) c-Ha-ras-1 in M2 and CML, 
29:191 

t(7;11) in nonlymphocytic neoplasia, 
26:191 

t(7;14) and fragile sites, 26:95 

t(7;14) in dysplastic nevus syndrome 
(DNS), 24:38 

t(7;19) in dysplastic nevus syndrome 
(DNS), 24:39 

t(7;19) in PV, 25:237 

t(7;22) in CML, 25:267 

t(8;9) in salivary gland tumors, 24:205 

t(8;9;22) in Ph translocation, 24:281 

t(8;9;22) variant Ph, 26:105 

t(8;12;14) in ALL (L3), 28:145 

t(8;13) in salivary gland tumors, 24:205 

t(8;14) in lymphoma, 24:271 

t(8;16) in AML (M2), 24:243 

t(8;16) in AMoL (M5a), 24:213 

t(8;16) in M4, 27:101 

t(8;19) in CML, 25:75 

t(8;21) in AML, 25:329 

t(8;21) in ANLL, 24:137 

t(8;21) in CML, 25:103 

t(8;21) in dysplastic nevus syndrome 
(DNS), 24:38 

t(8;21) in refractory anemia with excess 
of blasts, 25:175 

t(9;5;22) masked Ph, 26:105 

t(9;9;22;11) in Ph translocation, 24:281 

t(9;10) with inv(16) and M5b, 26:309 

t(9;11) in CML, 25:75, 267 

t(9;11) in meningioma, 26:127 

t(9;12;22) atypical Ph, 25:183 

t(9;12;22) in CML, 24:359 

t(9;13) in CLL, 24:145 

t(9;13;22) in CML, 24:145 

t(9;17) in dysplastic nevus syndrome 
(DNS), 24:39 

t(9;22) in MDS, 26:213 

t(9;22) masked Ph, 26:105 

t(10;11) in M5, 26:351 


t(10;13) in CLL, 24:145 

t(11;11) in breast cancer, 27:293 

t(11;12) constitutional in MPD, 24:345 

t(11;13) in CLL, 25:109 

t(11;14) in CLL, 24:145 

t(11;16) in MDS, 27:243 

t(11;17) in breast cancer, 27:291 

t(11;20) in myeloma, 25:375 

t(11;21) in MDS, 27:42 

t(11;22) in esthesioneuroblastoma, 
29:155 

t(11;22) in peripheral neuorepithelioma, 
24:119 

t(11;22) in primary marrow disease, 
28:377 

t(12;9;22) variant Ph, 26:105 

t(12;11) in hairy cell leukemia, 24:113 

t(12;16) in myxoid liposarcoma, 26:185 

t(12;21) in dysplastic nevus syndrome 
(DNS), 24:39 

t(12;22) in CML, 25:183 

t(13;14) constitutional in MDS, ALL, 
ANLL, 24:345 

t(13;15) in MPD, 24:154 

t(13;15) Robertsonian (acquired) in PLL, 
25:293 

t(13;17) in CLL, 24:145 

t(13:19) in CLL, 25:109 

t(13;22) in CLL, 24:145 

t(14;14) and fragile sites, 26:95 

t(14;14) in AT, 26:217 

t(14;18) in lymphoma, 25:55, 219, 223; 
27:339 

t(14;18) in myeloma, 25:375 

t(14;21) constitutional in ANLL, 24:345 

t(15;16) in dysplastic nevus syndrome, 
24:39 

t(15;17) in APL, 28:113 

t(15;17) variant in APL in CML, 28:349 

t(15;20) in adrenal cancer, 26:271 

t(15;21) in MDS, 27:42 

t(15;21) Robertsonian in CML, 25:335 

t(16;17) In CLL, 25:109 

t(16;18) in PV, 25:238 
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